Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.051; wR factor = 0.111; data-to-parameter ratio = 18.9.
The title compound, trans-[PdCl 2 (C 16 H 13 PS) 2 ], forms a monomeric complex with a trans-square-planar geometry. The Pd-P bond lengths are 2.3387 (11) Å , as the Pd atom lies on an inversion point, while the Pd-Cl bond lengths are 2.2950 (12) Å .
Related literature
For a review on related compounds, see: Spessard & Miessler (1996) . For the synthesis of the starting materials, see: Drew & Doyle (1990) . For (R 3 P) 2 PdCl 2 compounds with consanguinities, see : Muller & Meijboom (2010) ; Meijboom (2011) ; Burgoyne et al. (2012) ; Ogutu & Meijboom, (2011) . For their applications, see: Bedford et al. (2004) .
Experimental
Crystal data [PdCl 2 (C 16 
À3
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINTPlus (Bruker, 2007) ; data reduction: SAINT-Plus and XPREP (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999 The catalytic abilities of palladium metal centre complexes make them amongst the most popular catalytic precursors in organic synthesis. They are used in carbon-carbon bond formation reactions like the Heck, Stille and Suzuki reactions (Bedford et al., 2004) . Refinement A disorder refinement model was applied to the thiophene ring. Ellipsoid displacement constraints (SIMU) were used to improve the model of the structure. The occupation parameters were linked to a free variable with a distribution of 0.57 (1):0.43 (1). P1, C1A, C2A and C3A were all constrained to have equal ADPs. All hydrogen atoms were positioned geometrically with C-H = 0.95 Å for aromatic H atoms. All hydrogen atoms were allowed to ride on their parent atoms with U iso (H) = 1.2U eq . The remaining highest electron peak was 1.54 at 0.06 Å from C1A and the deepest hole was -1.49 at 0.24 Å from C4B.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT-Plus (Bruker, 2007) ; data reduction: SAINT-Plus and XPREP (Bruker, 2007) prepare material for publication: WinGX (Farrugia, 1999) .
Figure 1
The structure of the trans-dichlorobis {diphenyl(thiophenyl-2-yl)phosphine}palladium(II) showing 50% probability displacement ellipsoids. Symmetry code to generate molecule through inversion point: -x, -y, 1 -z. Hydrogen atoms were omitted for clarity.
Figure 2
The structure of the disordered phenyl ring within trans-dichlorobis {diphenyl(thiophenyl-2-yl)phosphine}palladium(II), with the lower occupancy atoms shown as semi-transparent. 
Special details
Experimental. The intensity data was collected on a Bruker X8 Apex II 4 K Kappa CCD diffractometer using an exposure time of 10 s/frame. A collection frame width of 0.5 ° covering up to θ = 28.4° resulted in 99% completeness accomplished. 
